
Unique	Cutters	Bold
Sequence:		1599_pDREaMR-SC1-GFP-1xTRE.dna		(Circular	/	6703	bp)
Enzymes:		 Unique	Cutters		(44	of	678	total)
Features:		 30	total
Primers:		 17	total
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tetO_DSCP_HiRed_r(5684	..	5709)		

PacI(5689)		

HA-CCY-OL-R(5668	..	5686)		

PluTI(5682)		
SfoI(5680)		

NarI(5679)		
KasI(5678)		

ORF

AatII(5607)		
ZraI(5605)		

Kozak

HA-B2T-OL-F(5557	..	5576)		
tetO_DSCP_HiRed_r(5530	..	5556)		

SacII(5554)		

tetO-DSCP-QS_r(5520	..	5552)		

KpnI(5551)		
Acc65I(5547)		

jumper_A2_seq_f(5488	..	5517)		

DSCP

TRE-R1(5382	..	5401)		

tet	operator

tet	operator

tet	operator

tet	operator

tet	operator

TRE-R1(5168	..	5221)		

tet	operator

tet	operator

TRE-R1(5134	..	5150)		

SalI	-	SgrDI(5133)		

tetO-DSCP-QS_f(5118	..	5139)		
TRE-F1(5116	..	5136)		

tetO_DSCP_HiRed_f(5098	..	5139)		

SV40	poly(A)	signal

jumper_3xP3_FP_r(4973	..	5006)		
GFP_r-HpaI(4968	..	5006)		

HpaI(4986)		

AsiSI(4861)		
BsrGI(4836)		

PfoI*(4407)		

NcoI(4125)		

GFP_f-NcoI(4111	..	4144)		

AEU6_3XP3_SEQ2(3975	..	3994)		

BstBI(3968)		
BbsI(3882)		
SpeI(3875)		

EcoRI		(5713)

jumper_A2_seq_r 		(5702	..	5722)

DraIII		(6479)

XmnI		(316)

ScaI		(435)

AhdI		(916)

PciI		(1804)

BspQI	-	SapI		(1921)

CAP	binding	site

lac	operator

M13	rev

MscI		(2429)

SphI		(2675)
NsiI		(2677)

5'	Transposon	End

jumper_A1_seq_f 		(2828	..	2855)

EcoRV		(2946)
SnaBI		(2956)

NheI		(2960)
BmtI		(2964)

jumper_A1_seq_r 		(3002	..	3023)

FspAI		(3233)
BsmBI	-	Esp3I		(3244)

NruI		(3429)
BstAPI		(3519)

EcoO109I	-	PpuMI		(3588)

GFP_r-HpaI 		(3841	..	3860)
jumper_3xP3_FP_r 		(3841	..	3860)

jumper_3xP3_FP_f 		(3861	..	3906)

EagI	-	NotI		(3862)

SK	primer

1599_pDREaMR-
SC1-GFP-1xTRE

6703	bp

3	features	are	not	displayed


